We identifi ed a novel serotype 1/2a outbreak strain and 2 novel epidemic clones of a  b  c  d  e  f  g  a  h  a  i  p  d  hr  pi  r  s  t  u  v  w  x  y   vxwr  s  c  a  p  d  r  h  d   h  d  r  d   ps   d  c  s   p  b  h  d  a   r  p  h  aad   cd 
I pulsedfi eld gel electrophoresis (PFGE) profi les (identifi ed at the time the research was performed) displayed by
clinical isolates (L2624, L2625, L2626, and L2676) and isolates from food or environmental samples (LIS0072, LIS0075, LIS0077, LIS0078, and LIS0087) associated with the 2011 listeriosis outbreak traced to cantaloupe. PFGE profi les 3 and 4 differ by ≈40-kb shift in 1 band in the AscI pattern, likely related to the loss or acquisition of the comK prophage, because the size of this prophage was ≈40 kb as calculated by using the whole genome sequencing data (not shown). 
